SEQUENCE LISTING 

<110> Lowe, Keith S. 

Gordon-Kamm, William J. 
Klein, Theodore M. 

Rasco-Gaunt, Sonriza 
Cahoon, Rebecca E. 
Sun, Xifan 
Hoester, George J. 
Gregory, Carolyn A. 
Nadimpalli, Ramgopal 

<120> Transcriptional Activator Nucleic Acids 
Polypeptides, and Methods of Use Thereof 



RECEIVED 

AUG 0 J 2001 



rsion 3.0 



<130> 0943 

<140> 09/435,054 
<141> 1999-11-08 

<150> 60/107,643 
<151> 1998-11-09 

<160> 23 

<170> FastSEQ for Windows Ve 

<210> 1 
<211> 1173 
<212> DNA 
<213> Zea mays 

<220> 
<221> CDS 

<222> (69) . . . (902) 

M« ..p se. sL sL s t:i s: s i?; s s 

^ 10 

G?y Se? Ill 111 ?r cag cat 

J Ala Ala Gly Gly Ala Asn Asn Gly Gly Ala Ala Gin Gin Ts 

111 111 Trl 111 J?g Itl ^,tl r 1'' 

ixe Arg Glu Gin Asp Arg Leu Met Pro He Ala Asn 

40 

r s 2? - - q - - ^ J! 

Sp Sp IL= IS ;s IX - - - ^ - £ 

s s IL' JL= IS - - - - Z ... 

1 



60 
110 



158 



206 



254 



302 



350 



80 



85 



90 



<210> 2 
<211> 278 
<212> PRT 
<213> Zea mays 

<400> 2 



446 



494 



542 



590 



638 



686 



S is S Itl I| - - - - - g 2^ «c 

L'p srj s I- m SI ^^.^ 

120 

s'^ Sp s s - ii: - Z 

■■■•^^ 140 

teg cgc ggc ggc gac cac cac ccg cac tec p^hrr i-r^r. 
3« tc. g3 

■^^^ 155 

Le^ lyl iTr S Ify f.l iTr T ^ 

ISO ^ ^ ° Met Leu Pro His His 

170 

s s: s a; ^ s s s if? ?s 
?s ^ ^ .-^ s s - Z 

2 0 0 

s H« 1? - £ s s s - s - - 

220 

acg tac ggc ggt gag cac gcc atg act aca t-^t- 

31. 01. ... „ ? I,.' - - - |== ,a. 

-^30 235 

|i i?j L« S5 m s i?^ 2p i?= £ - - - 

i s s s SI m S is i?; - is 

265 

SI pIi si t:i lit ^-^ "^="3"= ."=,t=,„ C3.cttl"c 

275 

aagccatcga tctgctgatc tgaacgtacg ctgtattahs . 

sifss ^iis-L' *sibr ^i*""^' Sc-iii'ii 

--..J. 



830 



878 



932 



992 
1052 
1112 
1172 
1173 



Met Asp Ser Ser Ser Phe Leu Pro Ala Ala Gly Ala Glu Asn Gly Sar 

Ala Ala Gly Gly Ala Asn Asn Gly Gly IL Ala Gin Gin His Ala Ala 
^° 25 



Pro Ala lie Arg Glu Gin Asp Arg Leu Met Pro He Ala Asn Val He 
Arg lie Met Arg Arg Val Leu Pro Ala His Ala Lys iL Ser Asp Asp 
Ala Lys Glu Thr He Gin Glu Cys Val Ser Glu ^yr He Ser Phe He 

Thr Gly Glu Ala Asn Glu Arg Cys Gin ,^rg Glu Gin Arg Lys Thr He 

90 

Thr Ala Glu ASP Val Leu Trp Ala Met Ser Arg Leu Gly Phe L'p Asp 
val Glu Pro Leu Gly Ala Tyr tZ His Arg Tyr Arg Gl'u Phe Glu 
Gly Asp Ala Arg Gly Val Gly 12 Val Pro Gly Ala HI Pro Ser Arg 
Gly Gly Asp His His Pro HI Ser Met Ser Pro HI Ala Met Leu Lys 



ser Arg Gly Pro Val Ser Gly Ala Ala Met Jeu Pro His His His His 



165 



170 



His His ASP Met Gin Met His Ala Ala Met Tyr Gly Gly Thr HI Val 
Pro Pro Pro Ala Gly Pro Pro His HI Gly Gly Phe Leu Jet Pro His 
Pro Gin Gly Ser Ser His Tyr Leu Pro Tyr Ala Tyr gJu Pro Thr Tyr 
Gly Gly Glu His Ala Met A^a Ala Tyr Tyr Gly Gly Ala Ala Tyr Ala 
Pro Gly Asn Gly Gly Ser Gly Asp Gly Ser GlJ Ser Gly Gly Gly gJJ 
Gly ser Ala Ser His Thr Pro Gin Gly Ser Gly Gly Leu Glu His Pro 



His Pro Phe Ala Tyr Lys 
275 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 3 
tagtagcgag agccaatgga 
20 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 4 

gccgggacag aatcacagta 
20 

<210> 5 



265 



270 



3 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 5 

tagtagcgag agccaatqqa 
20 

<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 6 
cccggcccta aaacaacaca 



20 



<210> 7 
<211> 481 
<212> DNA 

<213> Argemone mexicana 

<220> 

<221> CDS 

<222> (44) . . . (481) 

<221> misc_feature 
<222> (1) _ . (481) 
<223> n = A,T,C or G 

cgagagl^a^agttggtgaa gaagaagaag aagttgaaaa gag atg gaa cgt ggt 

Met Glu Arg Gly 

f 1% X sfj m til m z z s 

15 

s - 2 s s - - s ij; 
j:; - - :« - „: 

s s s j;: S! - - - - Z e„ 

65 

Pro ?hr SL' Til se" 

l.ys He Ser Asp Asp Ala Lys Glu Thr He Gin Glu 

80 

tgt gtc tea gaa tac ate agt ttc atr ^r^^ 

gt: ccc ate aca agt gaa gcc aat gat cgt 



103 



151 



199 



247 



295 



343 



4 



Cys v.l se. alu ryr lie se. P., xie Th. s„ olu .1. ^„ 

cK o" S S" ^ - - s ?S S IJ: - L'J S 
S S S J - - ^ - - 2 

I" SI - - I" s?j - J- z li 



140 



<210> 8 
<211> 146 
<212> PRT 

<213> Argemone mexicana 
<220> 

<221> VARIANT 
<222> (1) . . . (146) 
<223> Xaa = Any Amino Acid 

<400> 8 

-y Gly Gly Gly Gly Gly 

10 



Met Olu .rg Gly Oly Oly Oly Oly Gly Ser Gly Gly Gly P.e His Gly 
Tyr Gin Lys Leu Pro Lys Ser Asn Ser IL Gly Met Met Leu Ser Glu 
Leu ser Jsn .sn .sn .sn Asn lie Isp Val Asn Ser Xhr C^s Thr Val 
Arg Glu Gin Asp Arg ^r Met Pro lie Ala Asn Val lie Arg lie Met 
jrg Lys Val Leu Pro Thr His Ala Lys Xle Ser Isp Asp Ala Lys Glu 
Thr Xle Gin Glu Cys Val Ser Glu Tyr Xle Ser Phe Xle Thr Ser oL 
Ala Asn ASP Arg Cys Gin Arg Glu Gin ^ Lys Thr Xle Thr IL Glu 
ASP val Leu Trp Ala Met Ser Lys Le^ Gly Xaa Asp Glu xle Glu 

Pro Leu Thr Leu Tyr Leu Gin Arg Tyr Arg Glu Phe Glu Gly Xaa Arg 
Trp Ser 140 
145 

<210> 9 

<211> 942 

<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (3) . . . (722) 

- ?s li s s ?s= - s - 

10 



391 



439 



481 



47 



5 



s" s m s ^ s m z IS si s s 
sf? L'^ s s - - s i:= - - - -° - 
s" S i| s= - s it: s s; - - - - - 

60 

agg gag caa gac aqa ttc ;5hrr or.^ 

Arg Glu Gin Lp Phe' Me? S IT. ITn ^'"^ 

65 Val He Arg He Met 

/u 75 

s p.^: St III J" r ^" 

80 ^ Ser Asp Asp Ala Lys Glu 

90 

?s ?2 s IK ^ - - 
SI iL^ s IS ;?j IS IS IS si ?s s i1 is 

-'■^^ 125 

?S L'i S g 5^ IS - IJ^ ^ - 

s ?L= - - ss IS z IS i:: - - s 

■^^^ 155 

s s:? IS i?j s 1?^ - ^1 s - - - g= 
?s i:: - s s s s iJ: s - s ^ s 

190 

aat ggg tac ttt ggt act acn ^f-rr 

- ox. I?, I,. - S s:? I?? S -J - 

205 

gcg cca cca aat aca ace tc^n hr-r. 

Ala Pro Pro Asn Thr S se^ S^r His His' '^^'^ 
210 215 

s: s s IS 15 J.- IS z s s IS s S s i?= 

^-^^ 235 
ata taaaattata taattatgac taggattcag aacaagactt gatgatgatt 

240 

s-L— .-ss:." 



95 



143 



191 



239 



287 



335 



383 



431 



479 



527 



575 



623 



832 
892 



tatgaaatca ctttgtttta acctttgatg aaaaaaaaaa aaaaaaaaaa 



<210> 10 

<211> 240 

<212> PRT 

<213> Glycine max 



s,. 

OXX 31. PKe .X, ^ xs^ 

- 3,. v.. se. ..p „ , ^„ 30^ 

3.. JJP His s,. « ^ 

Glu Gin Asp Arq phe dv-^ tt 

P g Met Pro lie Ala Asn Val He Arg He Met Arg 

Lys He Leu Pro Pro His Ala t-^/c tt ^ 80 

Hzs Ala Lys He Ser Asp Asp Ala Lys Glu Thr 

He Gin Glu Cys Val Ser Glu Tyr He Ser Ph. ti ^ = 

100 ^ , ^^'^ Phe He Thr Gly Glu Ala 

Asn Glu Arg Cys Gin Aro n„ m t HO 

m Arg Glu Gin Arg Lys Thr He Thr Ala Glu Asp 

Val Leu Trp Ala Met Ser- t,,o t ^, ^25 

P Met Ser Lys Leu Gly Phe Asp Asp Tyr He Glu Pro 

Leu Thr Met t^j-t- t^,, tt- , 140 
Tyr I,™ 

3« M„ 3X„ P„ ^„ - .eo 

- =xx v.. ... ^r - 

Ol. .V. P., ^ 

Pro Pro Asn Thr Ala Ser- it- 205 

Ala Ser Ser H.s Hxs His His His His His His His 

His Ala Arg Gly He q^-r- no„ 7>-, , • ^20 

225 ^ ^ Hxs Glu Pro Asn Ala Arg Ser He 



<210> 11 
<211> 905 
<212> DNA 

<213> Veronia mespilif olia 

<220> 
<221> CDS 

<222> (58) . . . (699) 



240 



<400> 11 

cacgc 

60 



^^^^^^^^^^ ^^^^^^^^^^ ^^^^^^^ 



If; I- - - ^ =.c „ _ 

^ y lyr his Arg Leu Pro He His Pro 

15 

aca tct gga ate caa caa tea aat ^hrr 

Thr ser Gly He Gin Gin Ser S Met r^^ ^tg 
2 0 ^^"^ ""^^ Leu Lys Leu Pro Glu Met 



Met 
1 



942 



108 



156 



7 



acc aac aat aac tea tec anh rraf- 

... sJ s.. ? J« - - - - -J ... 

45 

s i:^ S3 IS s s: ?2 s r ?r - 

50 55 ^-^^ '^^^ He Arg He Met Arg Lys 

^° 65 

L" 1:: T. SI "f 3':^ f" 

i.ys ixe Ser Asp Asp Ala Lys Glu Thr He 

75 

3" s" q s - - - s s m s i:; 

s j| - ^. 

■^^^ 110 

s s s s s; ts s s s s s s 

■^^^ 125 

s s s| - - s IS I!? s m 

s IS - - s s s s s J 

■"•^^ 160 
cac ttt ggg atg get tct ttt qta cct crm- 1-1-^ 
H.. ... 3., „e. ... s.r P., S IL' 21 S SI? S,' 

170 

aac ggc ttc ttt aat ce^ rrr-a 

Asn Gly Phe Phe l^y S Sr He rf ?f 

180 f^^ <^ly Phe Leu Lys Asp Pro 

190 

teg agt get ggc cct teg gga cct aca crhn 

Ser Ser Ala Gly Pro Ser lly S S ""^ ^^^^ tat 

195 ^""^ -^^^ Ala Gly Phe Glu Pro Tyr 

'^"^ 205 

IL' oil cys LyJ IS ^^^^^^^^^ -gtaggggt tgggatgaga tgatgatgat 

210 

tiisitiit tir^imii TdiiiiTs tiiniii^ ^r-"'" 

catgotftc ..3t.gt.jt tttcg.tcS a.ISIS llllT.' ^' ."=9gtt.a 8S9 



<210> 12 
<211> 214 
<212> PRT 

<213> Veronia mespilif olia 



Olu 

XH. S„ .X, 3„ ^ 



204 



252 



300 



348 



396 



444 



492 



540 



588 



636 



684 



739 



25 30 
8 



Met Thr Asn Asn Asn Ser Ser Thr a.r, » n 

35 JJ^ Asn Glu Cys Thr Val Arg 

C31u Gin Asp Arg Phe Met Pro tTo an , 

50 ^ val He Arg He Met Arg 

Xle .eu Pro Pro Hjs Ala .,3 Xle Ser Asp L^p ,,3 Olu ..r 

X- Om Olu C.3 val ser Olu .yr Xle Ser Val ..r 01. oiu 

- ASP Arg C.s Oln Arg Glu Gin Arg .^s ..r He ..r Ala G^ Asp 

Val Leu Trp Ala Met Ser Lys Leu Glv Ph« ^ 

115 ^ ^"2^ Asp Asp Tyr He Glu Pro 

... ^ „S 

01. S„ „e 

Gly His Phe Gly Met Ala Ser Phe V.l d 1^0 
165 ""^^ f^^ His Met Gly His 

His Asn Gly Phe Phe Gly Pro Ala S^r- ri on 

180 ""^^ Gly Phe Leu Lys Asp 

Pro Ser Ser Ala Glv Pro q^r- ni t 1^0 

Gly Pro ser Gly Pro Ala Val Ala Gly Phe Glu Pro 

Tyr Ala Gin Cys Lys Glu 205 
210 

<210> 13 
<211> 763 
<212> DNA 
<213> 2ea mays 

<220> 

<221> CDS 

<222> (1) . . . (480) 

<400> 13 

gca cga ggc aag acc qtc acc i-nr^ ^ 

^. ... ... - - I- - ... .cc 

IS ^ - - s i S?j s ^ 

f s s - - - j« ... 

S f 1?^ S S S ?!J S - S S 1=1 S S 

60 

.'^1 S S S SI S S S - - - - 

80 

cac cag age gtg tea ccfc cro^ 

Hi. ai„ se. v.f 3,? m iyt K r 

95 

cgc cog atg cca qcc cat crrrrr f- 

Arg Pro Met Pro Ala i^a r^l iTl .^^^ gac cac cac 

100 ^ ^^"^ J^? Gly Gly Asp His Arg 



48 



96 



144 



192 



240 



288 



110 

9 



S V-! m -f - - « 

115 Gly Ala Leu Val Gin 

125 

gcc ggt gga acc caa can cr^^ 

3.. OX. ™, - - - JJ= ^« J. ... 

140 

s 3- 3^^: s s ?s s s s IS - 



155 

160 



<210> 14 
<211> 160 
<212> PRT 
<213> zea mays 

<400> 14 



... .1. 3„ 

... ..y ... ^ .s^ 

M„ 3„ 30^ 

OJ. J 3„ 3„ S„ IL 

Cys Pro Gin Gin Met His Hi « t 

s,. ... 3„ ^. 30^ 

..o 

3« V,. ... .0. ^ 

"a 3.. ... v.. v.. OX. PKe H.. ^ 

3« S„ 3„ .0 



<210> 15 
<211> 622 
<212> DNA 
<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . . (622) 

<22l> misc_feature 
<222> (1) . . . (622) 
<223> n = A,T,C or G 

<400> 15 



155 

160 



gc atg aat aat ccc caa aac cat aa^ r.r. 

^ - |C= ... ^o. _ 



384 



432 



480 



tagcctagct tctcagttcc ccatcThar.= => 

cccttgggtt gggccgggcg ctftlcJgca ^;tt^^^^f'' SStcgcggcg ccgcgccgcg 
agctggtgca cgcgcgccac ctcgcSac ?tcS^ ^^ taaactaacg agcctag|gt 
ggcgggccct gttgttattt ctcIaS^ta ^^^^^^^ftcg tcgtcggcat ggacttaacc 660 
atttaattta ccatgttgct ctc^Ja^faa"! III::::!!: IT'''''^'' ^cgttccata ^fo 



540 
600 
660 



47 



15 10 15 

cca ccg gag ctt ccc aaa gaa gca gtg gcg acc gac gaa gca ccg ccg 95 
Pro Pro Glu Leu Pro Lys Glu Ala Val Ala Thr Asp Glu Ala Pro Pro 
20 25 30 

cca atg ggc aac aac aac aac acg gaa teg gcg acg gcg acg atg gtc 14 3 

Pro Met Gly Asn Asn Asn Asn Thr Glu Ser Ala Thr Ala Thr Met Val 
35 40 45 

egg gag cag gac egg ctg atg ccc gtg gcc aac gtg tec cgc ate atg 191 
Arg Glu Gin Asp Arg Leu Met Pro Val Ala Asn Val Ser Arg lie Met 
50 55 60 

cgc caa gtg ctg cet ccg tac gee aag ate tec gac gac gee can gaa 23 9 

Arg Gin Val Leu Pro Pro Tyr Ala Lys lie Ser Asp Asp Ala Xaa Glu 



65 70 



75 



gtn ate caa gaa ttg ctn tte gga att tea tea ctt ncg tec tgg cga 287 
Xaa lie Gin Glu Leu Xaa Phe Gly lie Ser Ser Leu Xaa Ser Trp Arg 



80 85 90 



95 



ggc gaa acg aag egg tgc eac ace gag cgc cgc aag ace gtc ace tee 335 
Gly Glu Thr Lys Arg Cys His Thr Glu Arg Arg Lys Thr Val Thr Ser 
100 105 110 

gaa gac ate gtg tgg gcc atg age cgc etc ggc tte gac gac tac gtc 383 
Glu Asp lie Val Trp Ala Met Ser Arg Leu Gly Phe Asp Asp Tyr Val 
115 120 125 

gcg ccc etc ggc gcc tte etc cag cgc atg cgc gac nae age gaa eac 431 
Ala Pro Leu Gly Ala Phe Leu Gin Arg Met Arg Asp Xaa Ser Glu His 
130 135 140 

ggg ggt gaa aac gcg gcg gcc tgc ang ggg tng tgg ten cgc cgc ggg 4 79 

Gly Gly Glu Asn Ala Ala Ala Cys Xaa Gly Xaa Trp Xaa Arg Arg Gly 
145 150 155 

teg tct net tgg cgc tec ctt gcc gca ana gat gac aac ttg eac caa 52 7 

Ser Ser Xaa Trp Arg Ser Leu Ala Ala Xaa Asp Asp Asn Leu His Gin 
160 165 170 175 

acg tct gee ggg ntc gga cca aaa ctn tte ect gtt gca gga ata ccc 575 
Thr Ser Ala Gly Xaa Gly Pro Lys Xaa Phe Pro Val Ala Gly lie Pro 
180 185 190 

gtc eng ggc cnt tec ccc cen aat cca acc att tgg ttt ccc ctt gc 622 
Val Xaa Gly Xaa Ser Pro Xaa Asn Pro Thr lie Trp Phe Pro Leu 
195 200 205 



<210> 16 
<211> 206 
<212> PRT 
<213> Zea mays 

<220> 

<221> VARIANT 

<222> (1) . . . (206) 

<223> Xaa = Any Amino Acid 

<400> 16 



II 



Met Asn Asn Pro Gin Asn Pro Lys Ala Ser Ala Pro Cys Thr Leu Pro 

Pro Glu Leu Pro Lys Glu Ala Val Ala ^hr Asp Glu Ala Pro Pro Pro 

Met Gly Asn Asn Asn Asn Thr Glu Ser Ala Thr Ala Thr Met Val Arg 

Glu Gin ASP Arg Leu Met Pro Jal Ala Asn Val Ser Irg He Met Arg 

60 

Gin Val Leu Pro Pro Tvr Ala t -n ^ c- 

65 jY P 

lie Gin Glu Leu Xaa Phe Gly Xle Ser Ser IL Xaa Ser Trp Arg Gl^y 
Glu Thr Lys Arg Cys His Thr Glu Arg Irg Lys Thr Val Thr ler Glu 
ASP Xle val Trp Ala Met Ser Arg Leu Gly Phe Asp Asp iyr Val Ala 
Pro Leu Gly Ala Phe Leu Gin Arg Met Arg Asp Xaa Ser Glu His Gly 
Gly Glu Asn Ala Ala Ala Cys Xaa Gly Xaa Trp X^^ Arg Arg Oly Ser 
ser xaa Trp Arg Ser Leu Ala Ala Xaa Asp Asp Asn Leu His Gin ^hr 
ser Ala Gly Xaa Gly Pro Lys Xaa Phe Pro Val Ala Gly xle Pro Val 



185 



xaa Gly Xaa Ser Pro Xaa Asn Pro Thr He Trp Phe Pro ^eu 



200 205 



<210> 17 

<211> 1121 

<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (3) . . . (1121) 

<400> 17 



- ?s '^i 15 - - X - .J. 



5 10 15 



?S I- q - 1- ?2 S S S 1- - - - 

^° 25 30 

agg cag cag cag gta gca tea tea gat caa aac f^n =rrr, 

01„ .1 val s„ S.. Lp '^l Zl Z. L" III S 

4 0 

I- III m ?s ir? z ?s ;2 IS li s III 
s «o s ?2 - - - - «J - 
f : s -I I- s i:^ s s s - 

so 95 

12 



47 



95 



143 



191 



239 



287 



335 



383 



431 



479 



527 



575 



ser ,„ 

110 

^99 gag cag cgc aag acc ata acr 

Olu <=x„ - J- .t, 

125 

sK L'^ Sp n': IL' S ;r 

130 , ,^ ^""^ ^eu Thr Met Tyr Leu 

-^•^^ 140 

z s's s s!j It; 1% J" ... 

145 ^ ^''Sr Thr Ser Met Arg Gly Glu 

155 

^.'u° 51 s ?:? ir: s ?s ir r 

160 T^i- -^-^ ^-^^ Leu Ala Thr Ala Phe 

170 

?2 ^ S SI S r I?^ - - s S S 

."o s s s - is s s 

205 

cat cac cat cat gga ate ten ^^i^i- 

II - ; III IL- s 2^ 

^'''^ 220 

xi" T IT, Ja" t'' 

225 ^ ^ ^^"^ A^Sr Arg Thr Arg Leu Leu 

111 j« - „ . 

240 24 5 "^^"^ 

S ^.'^ L'u' s I?; i" -° 

i.eu Arg Ala Gly Asn Trp Gly Val Ser 
■^^^ 260 

lit iTr Tel T iTu cS ii: r 

265 ''^^ 5^^^ ser Leu He Tyr Gly He Thr 

275 

ill P^^ J- J- -g gat ttt ctg atg ttt aat 

280 ^tl ^ " Met Phe Asn 

290 

?2 ?a\' S S^^ Til Pro' Til T .T 

2 95 3 ^^"^ Cys Gin Ala * Gly Phe Ser 

305 

h" S L-; ?S S - T 

-^-^^ 320 
tgg tga tga aac ctg caa qtt ata ^^^ ^i-rr ^ ^ 

X- . . ... o.„ s - - - - 



719 



767 



815 



863 



911 



959 



335 



13 



caa aat tag aga aat tat cat tta ata agt ate etc oca tgt taa ttt ii03 
Gin Asn * Arg Asn Tyr His Leu He Ser He Leu Pro cjs * Phe 

345 

taa aaa aaa aaa aaa aaa 
* Lys Lys Lys Lys Lys 1121 

355 



<210> 18 

<211> 355 

<212> PRT 

<213> Glycine max 

<400> 18 

Thr Arg Glu Thr Gly Gly Phe His Gly Tyr Arg Lys Leu Pro Asn Thr 

t ^ 10 15 

Thr Ser Gly Leu Lys Leu Ser Val Ser Asp Met Asn Met Asn Met Arg 

20 25 30 

Gin Gin Gin Val Ala Ser Ser Asp Gin Asn Cys Ser Asn His Ser Ala 

Ala Gly Glu Glu Asn Glu Cys Thr Val Arg Glu Gin lip Arg Phe Met 

Pro He Ala Asn Val He Arg He Met Arg Lys He Leu Pro Pro His 

70 75 g 

Ala Lys He Ser Asp Asp Ala Lys Glu Thr He Gin Glu Cys Val S 



85 90 



80 
er 

95 



Glu Tyr He Ser Phe He Thr Gly Glu Ala Asn Glu Arg Cys Gin Arg 

100 105 110 

Glu Gin Arg Lys Thr He Thr Ala Glu Asp Val Leu Trp Ala Met Ser 

120 125 
Lys Leu Gly Phe Asp Asp Tyr He Glu Pro Leu Thr Met Tyr Leu His 

135 140 
Arg Tyr Arg Glu Leu Glu Gly Asp Arg Thr Ser Met Arg Gly Glu Pro 

Leu Gly Lys Arg Thr Val Glu Tyr Ala Thr ^eu Ala Thr Ala Phe Jal 

Pro Pro Pro Phe His His His Asn Gly ^yr Phe Gly Ala Ala llll Pro 

° 185 190 

Met Gly Thr Tyr Val Arg Glu Thr Pro Pro Asn Ala Ala Ser Ser His 

195 200 205 

His His His Gly He Ser Asn Ala His Glu Pro Asn Ala Arg Ser He 

Asn Arg Val Leu Phe Ser Arg Arg Thr Arg Leu Leu Gly Leu Asp Leu 

Asn Ser Gin Leu Val Leu Glu Tyr Cys Cys lly Trp Leu He Leu llu 

250 255 
Arg Ala Gly Asn Trp Gly Val Ser He Tyr Ser Ser Leu Cys Ala Ser 

Leu He Tyr Gly He Thr Leu Phe Phe Val Leu Thr Ser lip Asn Leu 

275 280 285 

Asp Phe Leu Met Phe Asn Val Val Leu Ser He Pro Tyr Gin Cys Gin 

, 295 300 

Ala Gly Phe Ser His Ala Pro Lys Trp Asn Thr Cys Thr Val Met Leu 
I?. 315 320 

Phe Trp Trp Asn Leu Gin Val Met Phe Met Tyr Lys Ala Thr He Asp 

Gin Asn Arg Asn Tyr His Leu He Ser He Leu Pro Cys Phe Lys Lys 
340 345 

Lys Lys Lys 
355 



14 



<210> 19 

<211> 796 

<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (1) . . . (513) 



<400> 19 

I'^t t""^ ^'^^ ^9Sf gaa cag gac cag tac atg ccg ata 

Ala Arg Ala Met Ala Gly Val Arg Glu Gin Asp Gin Tyr Met Pro 111 
^ 10 15 



gcg aac gtg ata agg ate atg cgt egg att ctg cca gcg cac qcq aaa 
Ala Asn val He Arg He Met Arg Arg He Leu Pro 111 hJs 111 "yl 
2° 25 30 

ate tea gae gae gcg aag gag aeg ate eag gag tge gtg tet cao tac 
He Ser Asp Asp Ala Lys Glu Thr He Gin 111 Cys Sa! Ser Glu ^yr 



45 



til t^^ 11"" ^""^ ^"=3 tge cag egg gag eag 

He ser Phe He Thr Ala Glu Ala Asn Glu Arg Cys Gin A^g Slu GlS 



60 



egg aag aeg gtg acc gea gag gat gtg ttg tgg geg atg gag aag ett 
Arg Lys Thr Val Thr Ala Glu Asp Val Leu Trp 111 Mel Glu LyI leu 

Gly Phe Asp Asn Tyr Ala His Pro Leu Ser Leu Tyr Leu His A^g Tyr 
85 90 95 

a™ III ser ri? ?r '''''' ^""^ ^^"^ ^Sra cge get tet tet gca 

Arg Glu Ser Glu Gly Glu Pro Ala Ser Val Arg Arg Ala Ser Ser Ala 
100 105 110 

atg ggg ate aat aat aat atg gtg cac cca cet tat att aat tet cat 
Met Gly He Asn Asn Asn Met Val His Pro Pro Tyr He Asn Ser Ss 
115 120 125 

ggc ttt gga atg ttt gat ttt gae eea tea teg eaa ggg ttt tac aaa 
Gly Phe Gly Met Phe Asp Phe Asp Pro Ser Se? Gin lly Phe Sg 

135 140 

gae gat cat aac get get tet gga tet ggt ggt ttt gtt geg ect ttt 
Asp ASP Hxs Asn Ala Ala Ser Gly Ser Gly Gly Phe ?al 111 Pro Phe 

155 160 

Isp Pro rTr III A^n T?' f"" tgateatgta agaaeaaeaa 

Asp Fro Tyr Ala Asn He Lys Arg Asp Ala Leu 

165 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



533 



ctagtgcatg ctgctttttc acttggttag ttatattcaa gcacaagcac atgcaggtgc 593 

??atttaaf' atctacaaat cttttttcct ctcttc^tct ca^gc^^taa 

ttatttagag acaatacttg ttattcattg ttatgctcaa ttgctagctt ctattcatco 

S;"L'! tgttcatt,c a3t„ca3.t „g.tjt,. c.gctttac? 



773 
796 



<210> 20 



15 



<211> 171 
<212> PRT 
<213> Glycine max 

<400> 20 

Ala Arg Ala Met Ala Gly Val Arg Glu Gin Asp Gin Tyr Met Pro He 
Ala Asn val lie Arg He Met Arg Arg IL Leu Pro Ala His IL Lys 
He Ser Asp Asp Ala Lys Glu Thr He Gin Glu Cys Val Ser Glu Tyr 
He ser Phe He Thr Ala Glu IL Asn Glu Arg Cys Jin Arg Glu Gin 
Arg Lys Thr Val Thr Ala Glu Asp Val Leu Trp IL Met Glu Lys Leu 
Gly Phe Asp Asn Tyr Ala His Pro Leu Ser Leu Tyr Leu His Arg Jyr 



Arg Glu Ser Glu Gly Glu Pro Ala Ser Val Arg Arg Ala Ser llr Ala 



105 



Met Gly lie Asn Asn Asn Met Val His Pro Pro Tyr He Asn Ser His 
Gly Phe Gly Met Phe Asp Phe Asp Pro Ser Ser Gin Gly Phe Tyr Arg 
Asp Asp His Asn Ala Ala Ser Gly Ser Gly Gly Phe Val Ala Pro Phe 

Asp Pro Tyr Ala Asn He Lys Arg Asp Ala llu 
165 

<210> 21 
<211> 1098 
<212> DNA 

<213> Triticum aestivum 

<220> 

<221> CDS 

<222> (55) . . . (894) 

<400> 21 

gcacgagcaa gtgcgagtgc gactacctgc attgcacctt ggctagccct agac atg 

Met 

III T.: m ill It: i% - - 1?. s s it^ 

m ?2 ?2 - - S2 HI 

25 30 

v^? T^"" t^"" t^"" ^""^ "^"^ ""^^ Srcg etc cat gcc cac gcc aag ate tec 
val He Arg He Met Arg Arg Ala Leu Pro Ala His Ila Lys ill sir 

40 45 

gae gac gcc aag gag gcg att cag gaa tgc gtg tec aaa ttc a^r. ^rrr^ 
ASP ASP Ala Lys Glu Ala He Gin Glu C^s ?a? Ser III III Til Sr 

60 65 

ii: ill s m m s r.: si zt s s si 



57 



105 



153 



201 



249 



297 



75 



80 



16 



s ?.i i» iL= ^ I- - - L': i:: s= - - 
Sp fsp i'yi r^i r/o s ?a" ^j: 

100 '^^^ Arg Met Arg Asp 

■^"^ 110 

IS s?^ sfj s sr: - - - 
?s s s - s 2^ s s ?2 S - - - 

140 

s s s - - - - 

icq 



gag aat cag atg cag egg cct 
Glu Asn Gin Met Gin Arg Pro 
165 

gtt cag atg cag egg ggc ate 
Val Gin Met Gin Arg Gly He 
180 

tae gee gte gga atg gcg cec 
Tyr Ala Val Gly Met Ala Pro 

200 

cag gtg ttc ggc gga gag ggt 
Gin Val Phe Gly Gly Glu Gly 
210 215 



ggg tae gag gaa gga gcg tae 
Gly Tyr Glu Glu Gly Ala Tyr 
230 

gee att ggc gac gag gag age 
Ala He Gly Asp Glu Glu Ser 
245 

gag ggc atg ggg gag cca gag 
Glu Gly Met Gly Glu Pro Glu 
260 

gac aag cec gte caa tet ggc 
Asp Lys Pro Val Gin Ser Glv 

280 



gtg tae get cec ccg get ceg gtg cag 
Val Tyr Ala Pro Pro Ala Pro Val Gin 
170 

tat ggg cec egg get cca gtg cac qcrcr 
Tyr Gly Pro Arg Ala Pro Val His Gly 
185 

v^? ?r ^^"^ ^^"^ tae 

Val Arg Ala Asn Val Gly Gly Gin Tyr 

205 

gte atg gee cag caa tae tae ggg tae 
Val Met Ala Gin Gin Tyr Tyr Gly Tyr 
220 225 



ggc gea ggt age age aac gga gga gee 
Gly Ala Gly Ser Ser Asn Gly Jly 111 
2^5 240 

teg tee aac ggc gtg ccg gea ceg ggg 
Ser Ser Asn Gly Val Pro Ala Pro Gly 
250 255 

cca gag cca gea gea gaa gaa teg cat 
Pro Glu Pro Ala Ala Glu Glu Ser His 
265 270 

tagtcgegtg cgcggcgcge gttagcttet 



c«3,ttt.. 



^ ^ atgtgggctt gtcctctagt aattcatqt 
tgtcctctag taattcatgt actctttgct gttgaaaX 



ttgettatet aatgtggact 
aaaaaaaaaa aaaa 



<210> 22 
<211> 280 
<212> PRT 

<213> Tritieum aestivum 
<400> 22 



345 



393 



441 



489 



537 



585 



633 



681 



729 



777 



825 



873 



924 



984 
1044 
1098 
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# 



"et 01„ Asn A.p Sly V,l P„ ^ly p„ P„ Al, P.o Thr 

ol„ Gly rh. V.1 vai oi„ ai„ 

val II. 30^ 
s« ASP ASP Al, i,y. oiu Ala He 31„ olu Cys Val tl alu Phe He 
se. P.e val TK. oiy oi„ Ala A.„ .1„ cye a", „et .!„ „le A,, 
^y. Th. v.1 As„ Ala al. ASP lie Val IL .e„ ^„ 
Phe A.P ASP Ty. val Val P„ .eu 3e. ^°i p., His .r, ^^t A., 
ASP P„ Olu Ala Gly ... oly 31y ,1, Ala Ala =ly Asp sj" A^ Al. 
val s„ Al. P.„ p„ 

P.O X,e„ 01„ Al. 01„ AT, P„ Met Ty. Al. P„ JJ" p,„ 
v,l Olu As„ Oln Met Gl„ Arg P.„ v.1 Ty, III p„ Pro Al. P„ 
Gin v.1 .1„ Met =1„ A,, .ly He ryr 11^ p„ ^ 
Oly .V. Ala v.1 31y Met Al. P„ V.1 A., Al. As„ V.1 ^ .ly 
Tyr 31„ v.1 PH, Oly Oly olu Oly Val Met Ala 01„ ^l"^ ^ 
TVr Oly Ty. olu olu Oly Al. Ty. Oly Al. Oly 11° s„ A,„ Oly Oly 
Al. Ala Xle Oly j.p Olu Olu Se. Se. Ser III Oly V.l P.o Al, HI 
Oly 31U Oly Met Oly Olu P,„ oiu P,„ ^i^" p„ |f = 

His Asp Lys Pro Val Gin Ser Gly ^ ^"^^ 
^'^^ 280 

<210> 23 
<211> 65 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> LECl consensus protein sequence 

<221> VARIANT 

<222> (1) . . . (65) 

<223> Xaa = Any Amino Acid 

Arg oiuTn L'p Xaa Xaa Met Pro lie Ala Asn Val He Arg lie Met 
Arg xaa Xaa Leu Pro Xaa His Ala Lys H Ser Asp Asp Ala Lys Glu 
xaa Xle Oln Olu Cys Val Ser Olu ^yr lie Ser Phe Xaa Thr Xaa Olu 
Ala Asn Xaa Arg Cys Xaa Xaa Xaa Xaa Arg Lys Thr xfa Xaa Xaa Olu 

Xaa " 
65 
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